<~ _ ASSOCIATION COMMON
AlIIF EONCTION. GWAS Catalog BD Open Targets “ METABOLIC DISEASES
——~ KNOWLEDGE PORTAL [ ] 2014-2024 KNOWLEDGE PORTAL

Community workshop on standards and
infrastructure for predicted effector gene lists
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What: A community workshop to discuss standards, infrastructure, and incentives to
promote sharing and interoperability of predicted effector gene (PEG) lists, hosted by the
Knowledge Portal Network and the GWAS Catalog.

Why: Lists of the genes that are predicted to be effectors (causal genes) are a valuable
outcome of GWAS, but the proliferation of multiple evidence types, methods, and
presentation format carries the risk of confusion.

When: September 16-17, 2024 | 9am - 1pm EDT, 2-6pm BST on both days.

Where: In person at the Broad Institute, Cambridge MA USA; in person at the European
Bioinformatics Institute, Hinxton, UK; or on Zoom

Program: to be announced Details

Confirmed speakers: September 16-17, 2024
Noél Burtt, Broad Institute 9am - 1pm EDT; 2 - 6pm BST
Adam Butterworth, University of Cambridge e In person at the Broad
Maria Costanzo, Broad Institute Institute, Cambridge MA USA
Marina DiStefano, ClinGen e In person at the European
Eric Fauman, Pfizer Inc. Bioinformatics Institute,
Jason Flannick, Boston Chldren’s Hospital Hinxton UK
Laura Harris, GWAS Catalog e On Zoom
Brent Richards, McGill University
Cassandra Spracklen, University of Register here*
Massachusetts
Yakov Tsepilov, Open Targets *Space is limited
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